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Summary. The most economically important productive characteristics which are necessary for the
effective development of the dairy industry are the following: milk yield, production of milk fat and
protein, as well as fertility of dairy cows. With the development of technology, much attention is
paid to cattle breeding programs based on molecular genetic research methods. In our study, the
most important genes responsible for productivity and fertility were examined. The obtained data
are planned to be used in experimental studies on the expression of productivity and fertility genes
in dairy cows of Belarus.

OKOHOMUYECKMMHU Ba)KHBIMHU MPU3HAKAMU MOJIOYHBIX KOPOB SIBJII€TCS yIy4IlIEHUE IPOAYK-
TUBHOCTU M (epTHIBLHOCTH. VICroIb30BaHNE TEHOMHKH TTO3BOJISICT YIYYIIUTh OTOOpP KHBOTHBIX C
HE00XOAUMBIMU NpHU3HaKaMu. [IpenmyIecTBo MeTos1a reHa-KaHuaaTa 1o CpaBHEHHUIO ¢ TpaJulu-
OHHBIM OTOOPOM COCTOUT B TOM, YTO >KHBOTHBIX MOXXHO OTOMpaTh TOYHO, B paHHEM BO3pacTe, Ha
OCHOBE IPU3HAKOB, KOTOPbIE TPYAHO WM J0POro u3Meputh. OOHapyKeHUe reHa-KaHIuaaTa 3aB1-
CHUT OT MHTepecyroniero (eHOTUIa WK Mpu3Haka. Ha ocHOBe aHanm3a IUTEpaTypHBIX JAHHBIX MBI
BBIJICJIUIIM CIICAYIOIINE KIIIOUEBbIE T'€HbI-MAPKEPbI: I'€HbI, KOJUPYIOIUE MOJOYHYIO MPOTYKTHUB-
HOCTh CpEeM KOTOPHIX BaXKHOE MECTO 3aHMMaeT T'eH kazenHa Mosioka (CASAL). ITomumopdusm 3to-
r'o TeHa BJIMSCT Ha cojeprkaHue Oeka M )Kupa B MOJIOKe; reH nposakTuHa (PRL), KOTOpbIH BIHsIO-
Ui Ha HaZoW MoJIoKa; TeH ropmoHa pocta (IGF-1), KOTOpBIi BHIMONHAET KIOYEBYIO POJIb MPH
naktauuu. I'en nentuna (LEP), koTopslif npuHuMaeT yyactue B peryssiiMyi CEKpely MpoJaKTHHA
[1]. ['enbI-KkaHOMIATHI, CBA3aHHBIC C (PEPTHIILHOCTBIO: TeH TIa3MeHHoro Oenoka-A2 (PAPP2-A2) u
reH kanbnactatuHa (CAST), ren KALRN, ren LIF. ®epTunbHOCTh — CIIOKHBIA MPU3HAK, KOTOPBINA
YaCTUYHO PETYIUPYETCs TEHOMHOM YPOBHE. Y MOJIOUYHBIX KOPOB T'€HETHYECKasl IIEHHOCTh B OTHO-
HmIeHUU (EePTUIIBHOCTH U MPOAYKTUBHOCTH OTPHIATENILHO KoppeiupyeT B mpeaenax 0,35-0,60 [2,
3]. HeGmaronpusatHas reHeTHYECKasi KOPPEISIIH MEX/Ty MOJIOYHOU MPOAYKTUBHOCTBIO M TIOJIOBH-
TOCTBIO 3aTPYAHSIET OJHOBPEMEHHOE MOBBIIIEHHE MOJOYHON MPOAYKTUBHOCTH M IUIOJJOBUTOCTU B
KHUBOTHOBOJICTBE. BBICTpOE TeHeTHuecKoe yiydlleHHe MPU3HAKOB MOJOYHOH MPOAYKTUBHOCTH Y
MOJIOYHOT'O CKOTa CONPOBOXKIANIOCH CHHKEHHEM (DepTUIBLHOCTH KOpoB. OTUACTH B pe3yJsibTaTe 3Ha-
YHUTEIBHOE YIIYUIIeHHE HAJI0eB MOJIOKA 3a TocienHue 40 JeT ConpoBOXKIaTOCh CHIDKEHUEM POXKIa-
€MOCTH.

Hauboiee 5koOHOMHUYECKH Ba)XKHBIMH MPOAYKTUBHBIMHU XapaKTEPHCTHKAMH, HEOOXOIUMBIMU
111 3¢ (HEeKTUBHOTO pa3BUTHsI MOJIOYHOM MPOMBIIIIEHHOCTH, SBJISIOTCA: HAaJ0i MOJIOKa, BBIPAOOTKa
MOJIOYHOTO JXKUpa U Oenka, a Takke (QepTHIFHOCTh MOJIOYHBIX KOpoB. C pa3BUTHEM TEXHOJOTHA
0o0JbIII0€ BHUMAHUE YJIENeTCsl IpOorpaMMaM CeNleKLMU KPYITHOI'O POraToro cKoTa, OCHOBaHHBIM Ha
MOJIEKYJISIPHO-TeHETHIECKUX METO/IaX MCCIe0BaHus. B HameM ncciieoBaHuM ObLTH pacCMOTPEHBI
HaunboJiee BayKHbIE T€HbI, OTBEYAIOIIME Ha MPOJYKTUBHOCTh U (PepTHIILHOCTD. [loyueHHbIe TaHHbIe
TUTAHUPYETCSl UCTIOIH30BATh B OKCIIEPUMEHTAIBHBIX pab0Tax Mo M3yYEHUIO SKCIPECCHH T€HOB MPO-
TYKTUBHOCTH U (DepTUIBHOCTH Y MOJIOYHBIX KOpoB benopyccun.
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Summary. Using the developed by us methods DNA-detection mutations in the FANCI, APAF1,
SMC2, GART, TFB1M, SLC35A3, ITGB2, APOB, UMPS, and FXI genes determining hereditary
diseases of cattle were identified. Monitoring of cattle populations in Belarus (n = 4617 heads), re-
vealed the frequency of occurrence of animals of hidden carriers of mutant alleles of the genetic
diseases: HHOC, which was 3.27 %, HH1C — 2.82 %, HH3C — 3.75 %, HH4C — 0.59 %, HCD1,3 -
2.75 %, HH5C — 2.2 %, CVC - 2.54 %, BLC — 0.62 %, DPC — 0 %, XIC — 0.39 %. DNA diagnostics
of foreign and domestic breeding stock will reduce the spread of genetic defects that reduce the re-
productive qualities of livestock.

OcHoBHasg J01s1 MoJIouHOro ckora B PecmyOnuke benapych npuxomuTcs Ha IOTOJIOBbE
TOJIIITUHU3UPOBAHHON YepHO-NIECTPOi MOpoAbl. VIHTEeHCHBHAs CENeKLMs, HalpaBIeHHOM Ha yBelnue-
HHE MOJIOYHOHW MPOYKTUBHOCTH KUBOTHBIX MPUBENIAa K HAKOIUICHHIO TPY3a TeHETHYECKUX MYTAIUi B
HOMYJISALMY, KOTOPbIE MOTYT KaK IPUBOAUTH K THOEIN SMOPHOHOB Ha pa3HbIX cpokax pa3sutus (LoF-
MYTAlliH), TaK U BIMATH HA KAYECTBO YKM3HU KUBOTHOTO M TIPOU3BOANMOE CHIPhE, YTO MPUBOAUT K 3HA-
YUTEIbHBIM SKOHOMHYECKUM ToTepsiM. COBpEMEHHbIE MOJIEKYJISIPHBIE METO/IbI MTO3BOJISIOT MPOBOIUTH
JIHK 1narHOCTHKY TJIEMEHHBIX KHBOTHBIX M BBISBIISTH )KUBOTHBIX CKPBITBIX HOCHTENEH TeHETHYECKUX
ne(eKToB, UCKITI0Uasi TEM CaMbIM MX M3 CEJIEKIIMOHHOTrO Mpotecca. [loaromy Hamu ObUTH pa3paboTaHbl
meronsl JIHK-auarnoctuku Myrarmid, JeTepMUHHUPYIONIUX HACIEICTBEHHbIE 3a00JI€BaHMs KPYITHOTO
poraTtoro ckota: OpaHxucnuHanbHbI cuHApoMm (BY), ramnorun deprunshoctu 1 (HH1), ramnorun
¢deprunbHocty 3 (HH3), rammmotun ¢peprunsaoctu 4 (HH4), rammmorun gpeprunsaoctu 5 (HHS), nepu-
1t xonectepona (HCD), komruekcHbIi mopok nozBoHounuka (CVM), nedurur aaresnn IedKomuTOB
(BLAD), nebunur ypuauamonodpocdarcunterassl (DUMS) u gedpuimr ¢dakropa CBEpTHIBASMOCTH
kposu XI (FXID).

B xauecTBe 00BEKTa MCchenoBaHUs ObLT MCIOJIB30BAH KPYIHBIA POTATBIA CKOT TOJIITHH-
CKoOi moponbl. Matepuanom s uccienoBanus ciayxuna JIHK, BeiaeneHHas u3 61ooru4eckoro
MaTepuaiga — IeJIbHOM KpOBH, NpoO TkaHM (YIIHOW BBILMI) M crepmbl. s uneHTudukauum
HACJIEICTBEHHBIX 3a00JI€BaHUI KPYITHOTO pOraToro cKoTa ObUIM MCIIOJIb30BaHbl CIEIYIOIIUE METO-
abl (Tadu. 1).

Ta6mmma 1 — Hacnenctennsie 3a0oneBanus KPC u MeTo0B nX naeHTHOUKAITIN

3aboneBanne I'en BTC SNP Tun myrauun MeTton
BY FANCI 21: 21184870- - neneruu 3329 1.H. [P
21188198 (Val876Leufs26X)
HH1 APAF1 5: 62810245 rs448942533 | C>T (GIn579Ter) | ITLIP-ITIPD
HH3 SMC2 8: 93753358 rs456206907 | T>C (Phel135Ser) | AC-III[P-PB
HH4 GART 1: 1997582 rs465495560 | A>C (Asn290Thr) [111P-PB
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